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<210> 1 

<211> 1434 

<212> DNA 

<213> Sclerotinia sclerotiorum 



<220> 

<221> modif ied_base 

<222> (473) 

<223> a, t, c, g, other or unknown 
<220> 

<221> modif ied_base 

<222> (599) 

<223> a, t, c, g, other or unknown 
<220> 

<221> modif ied_base 

<222> (1426) 

<223> a, t, c, g, other or unknown 



<400> 1 

ggccgcgttt tcctggggaa 
gccgccgccg cctcgatggg 
cactaaacat gaagagcttg 
agaatgatga ccggctactg 
tgctcggcaa gaaggggacc 
atcttgctgc tgcaaaagga 
atgtgacagc ccaagatact 
accatgaatg catcaggaag 
ctgggaaaac agctttacat 
tctgcgaaca caagagcccc 
ttgctgtaca aaatggtcac 
tcaattccag gaacaaaagt 
ctaacgctgt ggaagcctta 



gcggcgggcg gggtggagca 
gtgttgaaaa gtctcctcta 
aaagcgaagt tcaggaagag 
caggccgtgg agaatggaga 
agtgccacca aacacgacag 
cacgtggaat gcctcagggt 
accggacaca gcgccttaca 
ctgcttcagt ctaaatgccc 
tatgcagcgg ctcagggctg 
ataaacctca aagatttgga 
agtgagatct gtcactttct 
ggaagaactg ctctcatgct 
attaaaaagg gtgcagacct 



gccagctggg tccggggagc 60 
gagctttgga aggctgaatg 12 0 
tgacaccaat gagtggaaca 180 
tgcggagaag gtggcctcac 24 0 
tgagggcaag accgctttcc 300 
catgattaca catggtgtgg 360 
tctcgcagcc aagaacagcc 420 
agccgaaagt gtngacagct 4 80 
ccttcaagct gtgcagattc 540 
tgggaatata ccgctgctnc 600 
cctggatcat ggagcagatg 660 
ggcctgtgag attggcagct 720 
aaaccttgta gattctcttg 780 



gatacaatgc cttacattat tccaaactct cagaaaatgc aggaattcaa agccttctat 840 
tatcaaaaat ctctcaggat gctgatttaa agaccccaac aaaaccaaag cagcatgacc 900 
aagtctctaa aataagctca gaaagaagtg gaactccaaa aaaacgcaaa gctccaccac 960 
ctcctatcag tcctacccag ttgagtgatg tctcttcccc aagatcaata acttcgactc 1020 
cactatcggg aaaggaatcg gtattttttg ctgaaccacc cttcaaggct gagatcagtt 1080 
ctatacgaga aaacaaagac agactaagtg acagtactac aggtgctgat agcttattgg 114 0 
atataagttc tgaagctgac caacaagatc ttctctctct attgcaagca aaagttgctt 1200 
cccttacctt acacaataag gagttacaag ataaattaca ggccaaatca cccaaggagg 1260 
cggaagcaga cctaagcttt gactcatacc attccaccca aactgacttg ggcccatccc 1320 
tggggaaaac ctggtgaaac ctctccccca gactccaaat catctccatc tgtcttaata 1380 
cattctttag gtaaatccac tactggcaat gatgtcagaa ttcagncaac tggc 1434 



<210> 2 

<211> 1458 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> modif ied__base 
<222> (72) 

<223> a, t, c, g, other or unknown 



<400> 2 

tctagatcct attggcaaag ccacacttgt gaaatctacc ccggtcaatg tacccatcag 60 
tcagaaattt antgatctgt ttgagaagat ggttcccgtg tcagtacagc agtctttggc 12 0 
tgcctataat cagaggaaag ccgatttggt taacagatca attgctcaga tgagagaagc 180 
caccactttg gcaaatgggg tgctagcttc ccttaatctt ccagcagcaa ttgaagatgt 240 
gtctggagac actgtacctc agtctatatt gactaaatcc agatctgtga ttgaacaggg 300 
aggcatccag actgttgatc agttgattaa agaactgcct gaattactgc aacgaaatag 360 
agaaatccta gatgagtcat taaggttgtt ggatgaagaa gaagcaaccg ataatgattt 42 0 
aagagcaaaa tttaaggaac gttggcaaag gacaccatcc aatgaactgt ataagccttt 480 
aagagcagag ggaaccaact tcagaacagt tttagataaa gctgtgcagg cagatggaca 54 0 
agtgaaagaa tgttaccagt ctcatcgtga caccatcgtg cttttgtgta agccagagcc 600 
tgagctgaat gctgccatcc cttctgctaa tccagcaaag accatgcagg gcagtgaggt 660 
tgtaaatgtc ttaaaatcct tattgtcaaa tcttgatgaa gtaaagaagg aaagagaggg 720 
tctggagaat gacttgaaat ctgtgaattt tgacatgaca agcaagtttt tgacagccct 780 
ggctcaagat ggtgtgataa atgaagaagc tctttctgtt actgaactag atcgagtcta 840 
tggaggtctt acaactaaag tccaagaatc tctaaagaaa caggagggac ttcttaaaaa 900 
tattcaggtc tcacatcagg aattttcgaa aatgaaacaa tctaataatg aagctaactt 960 
aagagaagaa gttttgaaga atttagctac tgcatatgac aactttgttg aacttgtagc 102 0 
taatttgaag gaaggcacaa agttttacaa tgagttgact gaaatcctgg tcaggttcca 1080 
gaacaaatgc agtgatatag tttttgcacg gaagacagaa agagatgaac tcttaaagga 1140 
cttgcaacaa agcattgcca gagaacctag tgctccttca attcctacac ctgcgtatca 1200 
gtcctcacca gcaggaggac atgcaccaac tcctccaact ccagcgccaa gaaccatgcc 1260 
gcctactaag ccccagcccc cagccaggcc tccaccacct gtgcttccag caaatcgagc 1320 
tccttctgct actgctccat ctccagtggg ggctgggact gctgcgccag ttccatcaac 1380 
aaacgcctgg ctcagctcct cctccacagg cgcagggacc accctatccc acctatccag 1440 
gatatcctgg gtattgcc 1458 



<210> 3 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



2 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 3 

gacgttctct cagcacgttc g 



21 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 4 

cacctttccg gcttcatctt c 21 



<210> 5 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 



<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 6 

cgagtggcgg ctcaaaa 17 



<210> 7 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 5 

cgaatgccgg cctctgcgg 



19 



<400> 7 

ccgcagccga cctgtaga 



18 



<210> 8 



3 



<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 8 

tcagctgaag tggttcgttg cctcaa 26 



<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 9 

ccttagctga ctccccaggt t 21 



<210> 10 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 10 

ctgcagcttc ccctcgatt 19 



<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 11 

cctgaacgag cgcctgggcc 2 0 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 12 



4 



gcatgaagga atttgaccat cc 



22 



<210> 13 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 13 

tctctcgttc agaaccctgg a 21 



<210> 14 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 14 

cagacaccga tgagcctcat gacgtt 26 



<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 15 

gcctgttcac caagattgac ac 22 



<210> 16 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 16 

gcctcgaagt cgctgctg 18 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



5 



<220> 

<223> Description of Artificial Sequence: Probe 



<400> 17 

ttgcgcccga tgagatcacc g 



21 



<210> 18 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 18 

ccaactctgc accgttctag g 21 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<210> 20 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 20 

ccgatggctg cctccggct 19 



<210> 21 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 19 

ggtatgcatg gcatacgtaa gc 



22 



<400> 21 

gggcatggtg aggtttcatc t 



21 



<210> 22 



6 



<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 22 

tttacgccca gaacgatgg 19 



<210> 23 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 23 

ccatggcgaa agttcaacat tccaca 26 



<210> 24 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 24 

tctgagactg ccaaggtctt ca 22 



<210> 25 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 25 

cagctggtat ttgtcggaca tc 22 



<210> 26 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 26 



7 



aggactagat cagaaatgca aagtccatcc tea 



33 



<210> 27 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 27 

atccgcgcaa gatgttgac 19 



<210> 28 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<210> 29 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 29 

acaaggcttg cactacccaa gtctgea 27 



<210> 30 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 28 

acctgtagat tcagtggtga ggaaa 



25 



<400> 30 

tgtgtcatat caatttctgg attcataa 



28 



<210> 31 
<211> 23 
<212> DNA 



<213> Artificial Sequence 



8 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 31 

ttgatccaac tgtgtccaga atg 



<210> 32 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 32 

tgacttcggc atttatcctt tgctaatctt get 



<210> 33 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 33 

cgacacgtgg gcacagg 



<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 34 

agcttccttc cacgaaacca 



<210> 35 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 35 

cagctggtca cagggcccac ttct 



<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 36 

cgatgcttgc tggaggatag a 



<210> 37 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 37 

acactggtcg tccacactca ct 



<210> 38 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 38 

aaagttccca aagtttgccg gctgc 



<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 39 

actggtggtg gcagatgaca 

<210> 40 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 40 

10 



tcactgttag caggtagcgc ttt 



23 



<210> 41 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 41 

atggccgcat tccacggtgc 2 0 



<210> 42 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<210> 43 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 43 

tccgccgaca cctcca 16 



<210> 44 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 



<400> 42 

gaagccatct ctgaccggat c 



21 



<400> 44 

ccacaccaat gcgcacgtca gc 



22 



<210> 45 
<211> 20 
<212> DNA 



<213> Artificial Sequence 



11 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 45 

gcaggcacaa gctgcagata 

<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 46 

cctgtggatg cattgattgc 



<210> 47 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 47 

tccattcatc cttccgctct ctcagc 



<210> 48 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 48 

ccctttcaga tcatgttccc a 



<210> 49 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 49 

ggacggctgc gacgtc 
<210> 50 



12 



<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
<400> 50 

ccagtacacg atgctgcagt aggcca 



<210> 51 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 51 

actgggccga gacaaataca a 



<210> 52 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 52 

aatgcgctgc ttggtgttg 



<210> 53 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 53 

ccctgcgcca gatccggc 

<210> 54 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 54 



Sequence : Probe 

26 

Sequence : Primer 

21 

Sequence : Primer 

19 

Sequence : Probe 

18 

Sequence : Primer 



13 



ccagctgcta ctttgacatc ga 



<210> 55 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 55 

ccattggacg ccctcagt 



<210> 56 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Probe 



<400> 56 

gatgcgccgg tcacgcca 



<210> 57 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 



<400> 57 

aataaaacag ccatgctccc a 



<210> 58 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 58 

ccttaagcca taagcacttc acc 



<210> 59 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



14 



<220> 

<223> Description of Artificial Sequence: Probe 
<400> 59 

tgcatgattc gcaggtcagc tatttcc 



<210> 60 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 60 

aagcagcttc ctgatgcatt c 



<210> 61 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 61 

cggacacagc gccttacat 



<210> 62 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 62 

tcgcagccaa gaacagccac ca 

<210> 63 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 63 

cccagatctc cgacacatct g 
<210> 64 



15 



<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 64 

gcgatgatgc cgtccag 17 



<210> 65 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 65 

ccatggacaa cagtcgctcc ctgg 24 



<210> 66 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 66 

gctgacaggc aggtgtttga a 21 



<210> 67 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 67 

cgaagtagcc tgctttgcac t 21 



<210> 68 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 

<400> 68 



16 



tgtatccaca acacagccgg catctactg 



29 



<210> 69 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 69 

aaaatcttag aacttttgtt gggaaacta 29 



<210> 70 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 70 

ccttgacagt tggagaagcc a 21 



<210> 71 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Probe 
<400> 71 

aaataattgg tcctttccca tcagttctgc a 31 



<210> 72 
<211> 172 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Val Gly Pro Ala Pro Arg Arg Arg Leu Arg Pro Leu Ala Ala Leu 
15 10 15 

Ala Leu Val Leu Ala Leu Ala Pro Gly Leu Pro Thr Ala Arg Ala Gly 
20 25 30 

Gin Thr Pro Arg Pro Ala Glu Arg Gly Pro Pro Val Arg Leu Phe Thr 
35 40 45 



Glu Glu Glu Leu Ala Arg Thr Gly Gly Glu Glu Glu Asp Gin Pro lie 
50 55 60 

17 



Tyr Leu Ala Val 
65 

Phe Tyr Gly Arg 



Thr Arg Gly Val 
100 

Asp Thr Thr Gly 
115 

Phe Thr Lys Val 
130 

Arg Arg lie Leu 
145 

Glu Asp Gin Pro 



Lys Gly Val Val 
70 

Gly Ala Pro Tyr 
85 

Ala Lys Met Ser 



Leu Thr Ala Lys 
120 

Tyr Lys Ala Lys 
135 

Asn Glu Asp Gly 
150 

His Phe Asp lie 
165 



Phe Asp Val Thr 
75 

Asn Ala Leu Thr 
90 

Leu Asp Pro Ala 
105 

Glu Leu Glu Ala 



Tyr Pro lie Val 
140 

Ser Pro Asn Leu 
155 

Lys Asp Glu Phe 
170 



Ser Gly Lys Glu 
80 

Gly Lys Asp Ser 
95 

Asp Leu Thr His 
110 

Leu Asp Glu Val 
125 

Gly Tyr Thr Ala 



Asp Phe Lys Pro 
160 



<210> 73 
<211> 101 
<212> PRT 
<213> Murine sp. 

<400> 73 

Gly Ala Gly Cys Gly Pro Ser Ala Leu Ser Leu Gly Trp Ala Asp Ala 
15 10 15 

Ala Pro Arg Arg Ala Arg Pro Pro Val Arg Leu Phe Thr Glu Glu Glu 
20 25 30 

Leu Ala Arg Tyr Gly Gly Glu Glu Glu Asp Gin Pro lie Tyr Leu Ala 
35 40 45 

Val Glu Gly Val Val Phe Asp Val Thr Ser Gly Lys Glu Phe Tyr Gly 
50 55 60 

Arg Gly Ala Pro Tyr Asn Ala Leu Ala Gly Lys Asp Ser Ser Arg Gly 
65 70 75 80 

Val Ala Glu Met Ser Leu Asp Pro Ala Asp Leu Thr His Asp Thr Thr 
85 90 95 



Gly Leu Thr Ala Lys 
100 



<210> 74 
<211> 109 
<212> PRT 
<213> Rattus sp. 



18 



<400> 74 
Arg Pro Leu Ala 
1 

Ser Ala Arg Ala 
20 

Val Arg Leu Phe 
35 

Glu Asp Gin Pro 
50 

Thr Ser Gly Lys 
65 

Ala Gly Lys Asp 



Ala Asp Leu Thr 
100 



Ala Leu Ala Leu 
5 

Gly Gin Met Pro 



Thr Glu Glu Glu 
40 

He Tyr Leu Ala 
55 

Glu Phe Tyr Gly 
70 

Ser Ser Arg Gly 
85 

His Asp He Ser 



Ala Leu Ala Leu 
10 

Arg Pro Ala Glu 
25 

Leu Ala Arg Tyr 



Val Lys Gly Val 
60 

Arg Gly Ala Pro 
75 

Val Ala Lys Met 
90 

Gly Leu Thr Ala 
105 



Val Arg Val Pro 
15 

Arg Gly Pro Pro 
30 

Ser Gly Glu Glu 
45 

Val Phe Asp Val 



Tyr Asn Ala Leu 
80 

Ser Leu Asp Pro 
95 

Lys 



<210> 75 

<211> 3900 

<212> DMA 

<213> Homo sapiens 

<400> 75 

cagtttgcaa aagccagagg tgcaagaagc agcgactgca gcagcagcag cagcagcggc 60 
ggtggcagca gcagcagcag cggcggcagc agcagcagca gcggaggcac cggtggcagc 12 0 
agcagcatca ccagcaacaa caacaaaaaa aaatcctcat caaatcctca cctaagcttt 180 
cagtgtatcc agatccacat cttcactcaa gccaggagag ggaaagagga aaggggggca 24 0 
ggaaaaaaaa aaaacccaac aacttagcgg aaacttctca gagaatgctc caaaactcag 300 
cagtgcttct ggtgctggtg atcagtgctt ctgcaaccca tgaggcggag cagaatgact 3 60 
ctgtgagccc caggaaatcc cgagtggcgg ctcaaaactc agctgaagtg gttcgttgcc 420 
tcaacagtgc tctacaggtc ggctgcgggg cttttgcatg cctggaaaac tccacctgtg 480 
acacagatgg gatgtatgac atctgtaaat ccttcttgta cagcgctgct aaatttgaca 540 
ctcagggaaa agcattcgtc aaagagagct taaaatgcat cgccaacggg gtcacctcca 600 
aggtcttcct cgccattcgg aggtgctcca ctttccaaag gatgattgct gaggtgcagg 660 
aagagtgcta cagcaagctg aatgtgtgca gcatcgccaa gcggaaccct gaagccatca 72 0 
ctgaggtcgt ccagctgccc aatcacttct ccaacagata ctataacaga cttgtccgaa 780 
gcctgctgga atgtgatgaa gacacagtca gcacaatcag agacagcctg atggagaaaa 84 0 
ttgggcctaa catggccagc ctcttccaca tcctgcagac agaccactgt gcccaaacac 900 
acccacgagc tgacttcaac aggagacgca ccaatgagcc gcagaagctg aaagtcctcc 960 
tcaggaacct ccgaggtgag gaggactctc cctcccacat caaacgcaca tcccatgaga 1020 
gtgcataacc agggagaggt tattcacaac ctcaccaaac tagtatcatt ttaggggtgt 1080 
tgacacacca attttgagtg tactgtgcct ggtttgattt ttttaaagta gttcctattt 1140 
tctatccccc ttaaagaaaa ttgcatgaaa ctaggcttct gtaatcaata tcccaacatt 1200 
ctgcaatggc agcattccca ccaacaaaat ccatgtgatc attctgcctc tcctcaggag 1260 
aaagtaccct cttttaccaa cttcctctgc catgtctttt cccctgctcc cctgagacca 1320 
cccccaaaca caaaacattc atgtaactct ccagccattg taatttgaag atgtggatcc 1380 
ctttagaacg gttgccccag tagagttagc tgataaggaa actttattta aatgcatgtc 1440 
ttaaatgctc ataaagatgt taaatggaat tcgtgttatg aatctgtgct ggccatggac 1500 
gaatatgaat gtcacatttg aattcttgat ctctaatgag ctagtgtctt atggtcttga 1560 
tcctccaatg tctaattttc tttccgacac atttaccaaa ttgcttgagc ctggctgtcc 1620 
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aaccagactt 
acgtactgta 
atcttaaggt 
cagaggactc 
tgtaacttag 
ccacataaat 
aacatcaaaa 
gaccccaggt 
gacctatact 
tccctatggg 
gttctttact 
agactttcca 
gacttggggc 
acattttcgt 
taggatcgta 
ggtggtttga 
taacctatct 
ttatgagcgt 
aggactgcag 
taggctaaac 
gcacatctcc 
acgtgctgct 
aacattgctg 
catttttata 
cctcttggaa 
cccaccccca 
tgtccatttt 
tcctagcaaa 
tttttttttt 
gatgatatct 
tcacatgttg 
taaacttcca 
agtttgcatg 
tttgcattat 
acagtgagca 
gtgcatataa 
ttatttttta 
agataaaaat 



tgagcctgca 
actgctcaga 
ctaactgtgg 
tgcttaaaca 
ctttattttt 
gctccttgtg 
cttaagatgg 
aagatgttaa 
gaaagatctc 
cttggaccac 
cgtccccttt 
ttaaatcaat 
tgagagagta 
cctgtagcac 
aaaaaataga 
tcatttctgc 
atgaacaaca 
cactgcccac 
gggccactcc 
tcaagatttg 
agaaaaatga 
caaggaccaa 
cctttgtccc 
ctcagaactg 
atcaggtaga 
ggcaaggctg 
gcaaacccaa 
tttctctctt 
tttttggctg 
atatatgtat 
ctagtttttt 
aagcttcgtc 
attcttctct 
gtatttataa 
tatctggtat 
aggttatgaa 
taattaaaga 
aataataaag 



tcttcttgca 
gctttaaaag 
aatataaata 
aagcagtata 
cttttcctgg 
gcctttttta 
gcctgtatga 
tctcccagcc 
tgtcacatcc 
ttacagtgtg 
catcggtgcc 
caggaatgag 
taaataaccc 
gctgcctgcc 
aaaaaagaaa 
catgatgttt 
gtagtttctc 
caaaggtcaa 
aaactcgctt 
accaaatcga 
aaagcaatac 
gagcaattgc 
cacacagcct 
tcccatcccc 
ccatattcta 
acttctctga 
ctaagccagg 
tcttcagttc 
tgacctcttc 
ctacaataca 
gcttctcttt 
ttgtgtttgc 
tgtgatttgg 
tttaaatgat 
atgtcattat 
acatatcatg 
tgccatagca 
tgttacgttt 



tctaatgaaa 
tatctttaac 
gctgaaaact 
taataacttt 
gaatggaata 
taactaaggg 
gacaggaaaa 
cacctcaacc 
aactggaaat 
ataaggccta 
tggtactctg 
tcaatcagcc 
tgggctgtcc 
aaagtagtcc 
aaaaaaagaa 
acaagatggc 
agggtcactg 
tgtcaagaga 
aggtagaaac 
gtgataggga 
aactttacca 
agcagaccca 
ctaagcgtgc 
aggtccccaa 
agttagactc 
atcagaaaag 
accccaatgc 
agtagatttc 
aaaccgtggt 
tatatctaca 
cccccaccct 
tgcagagtga 
ttgcacttta 
atttaggttt 
ttatgttaaa 
gtaatgacag 
taatatgaag 
tattggtttc 



aacaaaaagc 
aattgtctta 
aatgtactgt 
attgcatata 
actatctcac 
ggtagaagta 
accaacaggt 
cagaggctac 
tccaggaacc 
ctatacatta 
gcaaatgatg 
tttaggtctt 
agccttaata 
tggcagctgg 
agaaagaggg 
gaccaccaaa 
tccttgaacc 
ggaagagagg 
tattggtgct 
tcctggtggg 
taaagccttt 
gcagcagcag 
tgacatcaga 
acttatggac 
ttcccctccc 
ctattaaagt 
gacaagtagt 
cttttttctt 
accccccctt 
catacagaaa 
actccctcca 
ttcgggggct 
gacatttttg 
ttggctgagt 
ttacattttt 
atgcaagtta 
cctttggtga 
aaaaaaaaaa 



taacatcttt 
aaaccagaga 
acataaattc 
gatttagttt 
ttccagatat 
gttttaattc 
ttatctgaag 
tcttgactta 
aaaaagagca 
ggaagtggta 
atggggtggg 
tagtccgggg 
gacttctctt 
accatctctg 
aaaaagagct 
gtcaaacgac 
caacagtccc 
gaggaggggt 
cgactctcac 
aggagagagg 
aaaaccagta 
cagcagcaca 
ttgttaaggg 
actgccttag 
tcccacactt 
ttgtgtgttg 
tcatgagtat 
ttcttttttt 
ttctccccac 
gaagcagttc 
attcccccct 
gacctagacc 
tgccattata 
actggaataa 
taagctccat 
ttttatttgc 
attccttcta 
aaaaaaaaaa 



1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 



<210> 76 

<211> 247 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Leu Gin Asn Ser Ala Val Leu Leu Val Leu Val lie Ser Ala Ser 
1 5 10 15 

Ala Thr His Glu Ala Glu Gin Asn Asp Ser Val Ser Pro Arg Lys Ser 
20 25 30 

Arg Val Ala Ala Gin Asn Ser Ala Glu Val Val Arg Cys Leu Asn Ser 
35 40 45 

Ala Leu Gin Val Gly Cys Gly Ala Phe Ala Cys Leu Glu Asn Ser Thr 
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50 55 60 

Cys Asp Thr Asp Gly Met Tyr Asp lie Cys Lys Ser Phe Leu Tyr Ser 
65 70 75 80 

Ala Ala Lys Phe Asp Thr Gin Gly Lys Ala Phe Val Lys Glu Ser Leu 
85 90 95 

Lys Cys lie Ala Asn Gly Val Thr Ser Lys Val Phe Leu Ala lie Arg 
100 105 110 

Arg Cys Ser Thr Phe Gin Arg Met He Ala Glu Val Gin Glu Glu Cys 
115 120 125 

Tyr Ser Lys Leu Asn Val Cys Ser He Ala Lys Arg Asn Pro Glu Ala 
130 135 140 

He Thr Glu Val Val Gin Leu Pro Asn His Phe Ser Asn Arg Tyr Tyr 
145 150 155 160 

Asn Arg Leu Val Arg Ser Leu Leu Glu Cys Asp Glu Asp Thr Val Ser 
165 170 175 

Thr He Arg Asp Ser Leu Met Glu Lys He Gly Pro Asn Met Ala Ser 
180 185 190 

Leu Phe His He Leu Gin Thr Asp His Cys Ala Gin Thr His Pro Arg 
195 200 205 

Ala Asp Phe Asn Arg Arg Arg Thr Asn Glu Pro Gin Lys Leu Lys Val 
210 215 220 

Leu Leu Arg Asn Leu Arg Gly Glu Glu Asp Ser Pro Ser His He Lys 
225 230 235 240 

Arg Thr Ser His Glu Ser Ala 
245 
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